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medial Prefrontal Cortex (mPFC):

 Executive function = attention, reasoning, working memory and

cognitive flexibility

Set-Shifting Task — Bizon Lab at UF
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Age-related Differential Expression of the mPFC

Decreased with age

-16

Category p-value |# of genes
Mitochondria | 1.30-14 171
Organelle
membrane | 9.00-11 87
lon Transport | 1.10-95 25
Chromatin
assembly 3.50-02 10
Synapse 3.60-02 21
Increased with age
| Category p-value | # of genes
- Regulation of
-8 -4 -2 N/C 2 4 8 16 apoptOS|S 1.90-02 28
Fold Change
Immune
response 3.60-02 10




Set-shifting performance correlation to clusters

Synapse across age
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Set-shifting performance correlation to clusters

Mitochondrial function in age impairment

. Pearson correlation
» n=11
1.5 r=-0.85
p-value < 0.05
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Chromatin assembly & disassembly genes
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